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SEQUENCE LISTING 

<110> Kato, Seishi 

Sekine, Shingo 
Kimura, Tomoko 
Nakamura , Nobuko 

<12 0> HUMAN PROTEINS HAVING TRANSMEMBRANE DOMAINS AND CDNAS 
ENCODING THESE PROTEINS 

<130> GIN-6714CPUS 

<140> 
<141> 

<150> JP 10-046607 
<151> 1998-02-27 

<150> PCT/JP99/00875 
<151> 1999-02-25 

<160> 28 

<170> Windows 95 (Word 98) 

<210> 1 

<211> 129 

<212> PRT 

< 2 1 3 > Homo sapi ens 

<400> 1 

Met His Phe Leu Phe Arg Phe lie Val Phe Phe Tyr Leu Trp Gly Leu 
15 10 15 

Phe Thr Ala Gin Arg Gin Lys Lys Glu Glu Ser Thr Glu Glu Val Lys 
20 25 30 

lie Glu Val Leu His Arg Pro Glu Asn Cys Ser Lys Thr Ser Lys Lys 
35 40 45 

Gly Asp Leu Leu Asn Ala His Tyr Asp Gly Tyr Leu Ala Lys Asp Gly 
50 55 60 

Ser Lys Phe Tyr Cys Ser Arg Thr Gin Asn Glu Gly His Pro Lys Trp 
65 70 75 80 

Phe Val Leu Gly Val Gly Gin Val lie Lys Gly Leu Asp He Ala Met 
85 90 95 

Thr Asp Met Cys Pro Gly Glu Lys Arg Lys Val Val He Pro Pro Ser 
100 105 110 

Phe Ala Tyr Gly Lys Glu Gly Tyr Asp Lys Pro Leu Leu Ala Lys Gly 
115 120 125 

He 




<210> 2 



<211> 135 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Val Leu Glu Ser Val Ala Ar-rr n a u i T 

x vai Ala Arg H e V al Lys Val Gin Leu Pro Ala 

10 ^ 

ryr Le u Ly . r,. u Pro val Pro G ^ s „ Ile nr ^ ^ ^ ^ 

l.u Thr v.l s„ „„ Trp L « u L9U Leu pro phe ^ j° ^ 

4U 45 
Ala Leu Leu ci y ^ Leu A1 Val Arg prQ phe ^ ^ ^ 

b5 60 

Gin Gin Lys Asp Ser Leu lie Asn Leu Lys xie Gin Lys Glu Asn pro 

75 80 

Lys Val Val Asn Glu lie Acm n 0 pi 

8 " 1S ASn Ile Glu As P Leu Cys Leu Thr Lys Ala 

90 

«. IVr py. Jj, Cys Trp s „ Thr phe p „ Ma ^ A ^ 

Ser His Asn Lys „ is Asn Glu Thr Qly ^ ^ ^ ^ ^ 



120 125 

He Leu Lys Lys Lys Glu Val 
130 135 

<210> 3 
<211> 79 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Pro Val Ala Val Glv Pro Tvr n„ oi 

1 x ^±y Pro Tyr Gly Gin Ser Gin Pro Ser Cys Phe 

10 15 
Asp Arg val Lys Met Gly phe Val ^ Qly ^ ^ ^ ^ ^ 



25 30 



Ala Gl y Ala Leu Phe Gly Thr Phe Ser Cys Leu Ar g Xle Gly Met Arg 

4U 45 
Gly Arg Glu Leu Met Gl y Gly Ile Gly Lys T ^ ^ ^ ^ ^ 

55 60 
Gly Thr Phe Gly Thr Phe Met Ala lie Gly Met Gly Xl e A r g Cys 

<210> 4 
<211> 144 
<212> PRT 

<213> Homo sapiens 



<400> 4 

Phe Thr Phe Ala Ala Phe Cys : 
Thr «. „. L .„ n . Ph . phe M . ne Ma ^ ^ 



«.t M, Phe Thr ph u . flla phe ^ ^ l ^ ^ ^ ^ 



Glu Leu Lys Thr Asp Tyr Lys A Sn Pm , 

35 Y ^ Pr ° Ile As P Gln Cys Asn Thr Leu 

4U 45 
AS„ Pro w L « u p „ ^ ne Ma ^ ^ 

" 60 
Met Phe Leu cys Ala ^ Glu ^ t ^ Leu Gly L eu Asn Met Pro 

L " ^ 116 ^ ^ ^ Met Ser Ar g Pro Val Met J" 

90 

o.y Pro Gly j., ^ flsp Pto Thr ^ Ue ^ n " ^ 

«. TYr c y s Gl„ Lys 01u Gly Trp Cys , ys Leu ila phe ^ Leu ^ 

i^o 125 
Ala Phe Phe Tyr ^ Leu Gly ^ ^ ^ ^ ^ ^ ^ ^ 



135 14Q 



<210> 5 

<211> 282 

<212> PRT 

<213> Homo sapiens 



-.T'sel Oly Gl y Trp A1 , „„ ^ Qly ^ ^ ^ 



10 15 



«« Oly L,„ „. ^„ L . u Leu ^ Qly ^ ^ L ^ 

Al, «. Ala s„ Pro L„u s.r Thr Pro Thr s.r *1. G l„ Aia A1 . Gly 

4U 45 
Pro ser Ser Gly Ser Cys p prQ Thr ^ ^ ^ ^ ^ 

" 60 

Oly Leu cys Val Pro Leu Thr Trp Arg Cys Asp Ar g Asp Leu Asp Cys 

Ser Asp Gly ser Asp Glu Glu Glu Cys ^ Jle ^ ^ ^ J" 

Oly 01a cys Pro Pro Pro Pro G ly Leu Pro C ys Pro Cys T hr Gly 

1Ub 110 

Val Ser Asp Cys Ser Gly Gly Thr Am t wo r 

y inr Asp Lys Lys Leu Arg Asn Cys Ser 



115 



120 



125 



Arg Leu Ala Cys Leu Ala riw m„ T 

130 G1U Leu Ar <? Thr Leu Ser Asp Asp 

iJb 140 

Cy. He Pro L eu Thr T Arg cys Asp Gly Hli pro ■ 



155 160 



ser ser Asp G1 „ L . u Gly Cys 01y Thr ^ ^ ^ ^ ^ ^ ^ 
Asp «, Thr T hr Me, 01y Pro Pro Thr Leu Qlu w 2 s ^ 

1H5 190 

Leu Arg Asn Ala Thr Thr m<=>i- ni,, o 

195 Pr ° Pro Val Th ^ Leu Glu Ser Val 

zuu 205 

Pro Ser Val Gly Asn Ala Thr Ser Ser Ser ai, n „ 

210 ber Ser Ala G1 V Asp Gin Ser Gly 

Zlb 220 

S.r Pro Thr Ala Tyr 01 y V,! Ile „. Ala ^ „, ^ ^ ^ ^ 
Ser Leu val Thr jo. Thr Leu Leu Leu ^ s „ ^ ^ ^ ™ 

«au »r 9 Leu Ar ? Pro Leu 01y Leu , Val Ala ^ Lys ^ ™ 

265 270 
Leu Leu Ser Glu Gin Lys Thr Ser Leu Pro 
275 280 

<210> 6 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Gly Asp Asp Gly Ser He Asp Tyr Thr Val His Qlu 



A1 a Trp Asn 

«« Ala Thr ^ vsl Tyr Le „ xle Val He Le u Val Ser ^ ^ ^ 

-he „e t Tyr Ma Ly, Ar g Asn teg Arg ^ ^ ^ ^ s<sr 

4U 45 
V.1 Pro Pro Thr Clu Glu Thr Leu Ser <Uu P „ Asn Ph . ^ Asp Thr 

" 60 
lie Ser Lys Ila Arg Leu Arg Gin Gin Leu Glu Met Tyr Ser Xle Ser 

75 80 

Arg Lys Tyr Asp Tyr Gin Gin Pro Gin Asn Gin Al« a o 

85 _ Gln Ala As P Ser Val Gin 

Leu Ser Leu Glu 



85 9Q 

yu 95 




m 



100 



<210> 7 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Met Gly Thr Ala Asp Ser Asp Glu Met Ala Pro Glu Ala Pro Gin His 
15 10 15 

Thr His He Asp Val His He His Gin Glu Ser Ala Leu Ala Lys Leu 
20 25 30 

Leu Leu Thr Cys Cys Ser Ala Leu Arg Pro Arg Ala Thr Gin Ala Arg 
35 40 45 

Gly Ser Ser Arg Leu Leu Val Ala Ser Trp Val Met Gin He Val Leu 
50 55 60 

Gly He Leu Ser Ala Val Leu Gly Gly Phe Phe Tyr He Arg Asp Tyr 
65 7 0 75 80 

Thr Leu Leu Val Thr Ser Gly Ala Ala He Trp Thr Gly Ala Val Ala 
85 90 95 

Val Leu Ala Gly Ala Ala Ala Phe He Tyr Glu Lys Arg Gly Gly Thr 
100 105 110 

Tyr Trp Ala Leu Leu Arg Thr Leu Leu Ala Leu Ala Ala Phe Ser Thr 



Ala He Ala Ala Leu Lys Leu Trp Asn Glu Asp Phe Arg Tyr Gly Tyr 
130 135 140 

Ser Tyr Tyr Asn Ser Ala Cys Arg lie Ser Ser Ser Ser Asp Trp Asn 
145 150 155 160 

Thr Pro Ala Pro Thr Gin Ser Pro Glu Glu Val Arg Arg Leu His Leu 
165 170 175 

Cys Thr Ser Phe Met Asp Met Leu Lys Ala Leu Phe Arg Thr Leu Gin 
180 185 190 

Ala Met Leu Leu Gly Val Trp He Leu Leu Leu Leu Ala Ser Leu Ala 
I 95 200 205 

Pro Leu Trp Leu Tyr Cys Trp Arg Met Phe Pro Thr Lys Gly Val Ser 
210 215 220 

Pro 
225 

<210> 8 
<211> 387 
<212> DNA 

<213> Homo sapiens 



115 



120 



125 



# 



<400> 8 



atgcatttct tattcagatt cattgttttc ttttatctgt ggggcctttt tactgctcag 
agacaaaaga aagaggagag caccgaagaa gtgaaaatag aagttttgca tcgtccagaa 
aactgctcta agacaagcaa gaagggagac ctactaaatg cccattatga cggctacctg 
gctaaagacg gctcgaaatt ctactgcagc cggacacaaa atgaaggcca ccccaaatgg 
tttgttcttg gtgttgggca agtcataaaa ggcctagaca ttgctatgac agatatgtgc 
cctggagaaa agcgaaaagt agttataccc ccttcatttg catacggaaa ggaaggctat 
gataaacctc tacttgcaaa gggaatt 



60 
120 
180 
240 
300 
360 
387 



<210> 9 

<211> 405 

<212> DNA 

< 2 1 3 > Homo sapiens 

<400> 9 

atggtgctgg agagcgtggc ccgtatcgtg aaggtgcagc tccctgcata tctgaagcgg 60 

ctcccagtcc ctgaaagcat taccgggttc gctaggctca cagtttcaga atggcttcgg 120 

ttattgcctt tccttggtgt actcgcactt cttggctacc ttgcagttcg tccattcctc 180 

ccgaagaaga aacaacagaa ggatagcttg attaatctta aaatacaaaa ggaaaatccg 240 

aaagtagtga atgaaataaa cattgaagat ttgtgtctta ctaaagcagc ttattgtagg 300 

tgttggcgtt ctaaaacgtt tcctgcctgc gatggttcac ataataaaca caatgaattg 360 

acaggagata atgtgggtcc actaatactg aagaagaaag aagta 405 

<210> 10 

<211> 237 

<212> DNA 

<213> Homo sapiens 

<400> 10 

atgccggtgg ccgtgggtcc ctacggacag tcccagccaa gctgcttcga ccgtgtcaaa 60 

atgggcttcg tgatgggttg cgccgtgggc atggcggccg gggcgctctt cggcaccttt 12 0 

tcctgtctca ggatcggaat gcggggtcga gagctgatgg gcggcattgg gaaaaccatg 180 

atgcagagtg gcggcacctt tggcacattc atggccattg ggatgggcat ccgatgc 237 

<210> 11 

<211> 432 

<212> DNA 

<213> Homo sapiens 

<400> 11 

atggcgttca cgttcgcggc cttctgctac atgctggcgc tgctgctcac tgccgcgctc 60 

atcttcttcg ccatttggca cattatagca tttgatgagc tgaagactga ttacaagaat 120 

cctatagacc agtgtaatac cctgaatccc cttgtactcc cagagtacct catccacgct 180 

ttcttctgtg tcatgtttct ttgtgcagca gagtggctta cactgggtct caatatgccc 240 

ctcttggcat atcatatttg gaggtatatg agtagaccag tgatgagtgg cccaggactc 3 00 

tatgacccta caaccatcat gaatgcagat attctagcat attgtcagaa ggaaggatgg 360 

tgcaaattag ctttttatct tctagcattt ttttactacc tatatggcat gatctatgtt 420 

ttggtgagct ct 432 

<210> 12 

<211> 846 

<212> DNA 

<213> Homo sapiens 



<400> 12 

atgagcggcg gttggatggc gcaggttgga gcgtggcgaa caggggctct gggcctggcg 



60 



• 



ctgctgctgc tgctcggcct cggactaggc ctggaggccg ccgcgagccc gctttccacc 
ccgacctctg cccaggccgc aggccccagc tcaggctcgt gcccacccac caagttccag 
tgccgcacca gtggcttatg cgtgcccctc acctggcgct gcgacaggga cttggactgc 
agcgatggca gcgatgagga ggagtgcagg attgagccat gtacccagaa agggcaatgc 
ccaccgcccc ctggcctccc ctgcccctgc accggcgtca gtgactgctc tgggggaact 
gacaagaaac tgcgcaactg cagccgcctg gcctgcctag caggcgagct ccgttgcacg 
ctgagcgatg actgcattcc actcacgtgg cgctgcgacg gccacccaga ctgtcccgac 
tccagcgacg agctcggctg tggaaccaat gagatcctcc cggaagggga tgccacaacc 
atggggcccc ctgtgaccct ggagagtgtc acctctctca ggaatgccac aaccatgggg 
ccccctgtga ccctggagag tgtcccctct gtcgggaatg ccacatcctc ctctgccgga 
gaccagtctg gaagcccaac tgcctatggg gttattgcag ctgctgcggt gctcagtgca 
agcctggtca ccgccaccct cctccttttg tcctggctcc gagcccagga gcgcctccgc 
ccactggggt tactggtggc catgaaggag tccctgctgc tgtcagaaca gaagacctcg 
ctgccc 



120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
846 



<210> 13 
<211> 300 
<212> DNA 

<213> Homo sapiens 
<400> 13 

atgggtgacg atggttctat tgattatact gttcacgaag cctggaatga agccaccaat 60 
gtttacttga tagttatcct tgttagcttc ggtctcttca tgtatgccaa aaggaacaaa 120 
aggagaatta tgaggatatt cagtgtgcca cctacagagg aaactttgtc agagcccaac 180 
ttttatgaca cgataagcaa gattcgttta agacaacaac tggaaatgta ttccatttca 240 
agaaagtacg actatcagca gccacaaaac caagctgaca gtgtgcaact ctcattggaa 300 

<210> 14 
<211> 675 
<212> DNA 

<213> Homo sapiens 
<400> 14 

atgggaacag ccgacagtga tgagatggcc ccggaggccc cacagcacac ccacatcgat 60 

gtgcacatcc accaggagtc tgccctggcc aagctcctgc tcacctgctg ctctgcgctg 120 

cggccccggg ccacccaggc caggggcagc agccggctgc tggtggcctc gtgggtgatg 180 

cagatcgtgc tggggatctt gagtgcagtc ctaggaggat ttttctacat ccgcgactac 240 

accctcctcg tcacctcggg agctgccatc tggacagggg ctgtggctgt gctggctgga 3 00 

gctgctgcct tcatttacga gaaacggggt ggtacatact gggccctgct gaggactctg 3 60 

ctagcgctgg cagctttctc cacagccatc gctgccctca aactttggaa tgaagatttc 420 

cgatatggct actcttatta caacagtgcc tgccgcatct ccagctcgag tgactggaac 480 

actccagccc ccactcagag tccagaagaa gtcagaaggc tacacctatg tacctccttc 540 

atggacatgc tgaaggcctt gttcagaacc cttcaggcca tgctcttggg tgtctggatt 600 

ctgctgcttc tggcatctct ggcccctctg tggctgtact gctggagaat gttcccaacc 660 

aaaggggtga gtccc 675 

<210> 15 
<211> 761 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (70) . . (456) 



<400> 15 

gacatccacg gggcgcgagt gacacgcggg agggagagca gtgttctgct ggagccgatg 60 



• 



ccaaaaacc atg cat ttc tta ttc aga ttc att gtt ttc ttt tat ctg tgg 111 
Met His Phe Leu Phe Arg Phe lie Val Phe Phe Tyr Leu Trp 
15 10 

ggc ctt ttt act get cag aga caa aag aaa gag gag age acc gaa gaa 159 
Gly Leu Phe Thr Ala Gin Arg Gin Lys Lys Glu Glu Ser Thr Glu Glu 
15 20 25 30 

gtg aaa ata gaa gtt ttg cat cgt cca gaa aac tgc tct aag aca age 207 
Val Lys lie Glu Val Leu His Arg Pro Glu Asn Cys Ser Lys Thr Ser 
35 40 45 

aag aag gga gac eta eta aat gee cat tat gac ggc tac ctg get aaa 255 
Lys Lys Gly Asp Leu Leu Asn Ala His Tyr Asp Gly Tyr Leu Ala Lys 
50 55 60 

gac ggc teg aaa ttc tac tgc age egg aca caa aat gaa ggc cac ccc 3 03 
Asp Gly Ser Lys Phe Tyr Cys Ser Arg Thr Gin Asn Glu Gly His Pro 
65 70 75 

aaa tgg ttt gtt ctt ggt gtt ggg caa gtc ata aaa ggc eta gac att 351 
Lys Trp Phe Val Leu Gly Val Gly Gin Val He Lys Gly Leu Asp He 
80 85 90 

get atg aca gat atg tgc cct gga gaa aag cga aaa gta gtt ata ccc 399 
Ala Met Thr Asp Met Cys Pro Gly Glu Lys Arg Lys Val Val He Pro 
95 100 105 110 

cct tea ttt gca tac gga aag gaa ggc tat gat aaa cct eta ctt gca 447 
Pro Ser Phe Ala Tyr Gly Lys Glu Gly Tyr Asp Lys Pro Leu Leu Ala 
115 120 125 

aag gga att tgaaaaagat gagaagecac gtgacaagtc atatcaggat 496 
Lys Gly He 

gcagttttag aagatatttt taagaagaat gaccatgatg gtgatggctt catttctccc 556 
aaggaataca atgtatacca acacgatgaa ctatagcata tttgtatttc tacttttttt 616 
tttagctatt tactgtactt tatgtataaa acaaagtcac ttttctccaa gttgtatttg 676 
ctatttttcc cctatgagaa gatattttga tctccccaat acattgattt tggtataata 736 
aaatgtgagg ctgttttgca aactt 76! 



<210> 16 

<211> 129 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Met His Phe Leu Phe Arg Phe He Val Phe Phe Tyr Leu Trp Gly Leu 
15 10 15 

Phe Thr Ala Gin Arg Gin Lys Lys Glu Glu Ser Thr Glu Glu Val Lys 



20 25 

" 30 



.1. «u Val Leu Hi « Arg Pro As „ cys s ^ ^ sm l ^ 

4U 45 

Gly Asp L .„ ^ flsn Ala ^ Asp Qiy ^ ^ Au 

" 60 



Ser Lys Phe Tyr Cys Ser Aro Thr rin , 
65 ^ ^ Arg Thr Gln A ^n Glu Gly His Pro Lys Trp 

75 80 



Ph. V.! Leu aly V1 Gly G1 „ ne ^ w 

Thr SSP „ et c,s P„ 01y Glu Lys A „ Lys yal val ^ ^ 

Phe Ma ^ Gly Lys Glu Gly aap ^ ko ^ ™ L ^ 



He 



<210> 17 

<211> 701 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (46) . . (450) 

<400> 17 



<=.,. 9 c sg , g egg(!ct<=ggg ag „ g , gtgg „ gccgctgg ccagg ^ ^ 

Met Val Leu Glu 

= S? E 5 S « E K a = E E E 2 S S 10 
E E E E E E E S s» E E 2- E e g| £ 

e s e 5 2 a s e s s e e K e s s 

- E E E S E E 2 s E E E E E E S 

bU 65 

K 2 E 2 E E S E E E r r M B " «• ■» 

7 0 7* y G1U Asn Pro L ^ s Val Val Asn 

/b 80 



153 



201 



249 



345 



393 



441 



l!u Tit A^n tT rf* " g tgt Ctt aCt aaa gca gct ta * tgt agg 

Glu lie Asn lie Glu Asp Leu Cys Leu Thr Lys Ala Ala Tyr Cys Arg 

Cvs Tro Aro ^ g t u t CCt gCC tgC gat g9t tca cat aat 

Cys Trp Arg Ser Lys Thr Phe Pro Ala Cys Asp Gly Ser His Asn Lys 

105 110 115 

»1Z f tg 993 gat aat gtg ggt cca cta «ta ctg aag aag 

Hxs Asn Glu Leu Thr Gly Asp Asn Val Gly Pro Leu He Leu Lys Lys 
120 125 13Q 

£s Glu Vat taataataat aaca *tattt tctcattctt tgtgtataga 490 
135 

aaattttaaa atggtggtct taattattac tactggttga acaattattt cttccaattt 550 
attttcttcc tgcactactg tttgtatttg atcctttgtc tattcagtca cttaattaga 610 
aattaaattg tcaagcctct tattctgact tcaaagaatt aatgtatctt ccaacaataa 670 
aatcacttct gattttaatc taggaaaacc t 701 

<210> 18 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Met Val Leu Glu Ser Val Ala Arg He Val Lys Val Gin Leu Pro Ala 

5 10 15 • 

Tyr Leu Lys Arg Leu Pro Val Pro Glu Ser He Thr Gly Phe Ala Arg 
20 25 30 

Leu Thr Val Ser Glu Trp Leu Arg Leu Leu Pro Phe Leu Gly Val Leu 
35 40 45 

Ala Leu Leu Gly Tyr Leu Ala Val Arg Pro Phe Leu Pro Lys Lys Lys 

55 60 

Gin Gin Lys Asp Ser Leu lie Asn Leu Lys He Gin Lys Glu Asn Pro 

70 75 80 

Lys val Val Asn Glu lie Asn He Glu Asp Leu Cys Leu Thr Lys Ala 
85 90 95 

Ala Tyr Cys Arg Cys Trp Arg Ser Lys Thr Phe Pro Ala Cys Asp Gly 
100 105 110 

Ser His Asn Lys His Asn Glu Leu Thr Gly Asp Asn Val Gly Pro Leu 
H5 120 125 

He Leu Lys Lys Lys Glu Val 



"0 135 



<210> 19 
<211> 393 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (81) . . (317) 



<400> 19 

tcatcgggcc gcgagcgccc tccccgtcgt tttccgtgag agacgtagag ctgagcgacc 60 

cagcccgcga gcgaggtgag atg ccg gtg gcc gtg ggt ccc tac gga cag tec 113 

Met Pro Val Ala Val Gly Pro Tyr Gly Gin Ser 
1 5 



10 



G?n Pro ^ C ^ C ^ Cgt gtC 393 at 9 ttc gtg atg ggt tgc 

Gin Pro Ser Cys Phe Asp Arg Val Lys Met Gly Phe Val Me? lly Cy S 



<210> 20 
<211> 79 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Met Pro Val Ala Val Gly Pro Tyr Gly Gin Ser Gin Pro Ser Cys Phe 
5 10 15 

Asp Arg Val Lys Met Gly Phe Val Met Gly Cys Ala Val Gly Met Ala 
20 25 



30 

Ala Gly Ala Leu Phe Gly Thr Phe Ser Cys Leu Arg lie Gly Met Arg 

35 40 45 

Gly Arg Glu Leu Met Gly Gly He Gly Lys Thr Met Met Gin Ser Gly 



161 



209 



9 ?° 2?° atg 9Cg 9CC ggg gcsr ctc ttc acc ttt tec tat etc 

Ala Val Gly Met Ala Ala Gly Ala Leu Phe ciy Th r Phe Ser Cys Leu 
30 35 40 

tra pr ^ g ggt Cga 939 Ctg atg g gc ^ c a " ggg aaa ace 257 

Arg lie Gly Met Arg Gly Arg Glu Leu Met Gly Gly He Gly Lys Thr 



»| K SI S £ SS £ £ - ™ »" J* - ;« ™ «. 3 os 

65 70 75 

G?y Tit Arg Cys taaCCatggt ^-aactac atetgtccet teceateaat 
cccagcccat gtactaataa aagaaagtct ttgagt 



393 




<210> 21 

<211> 1033 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (48) . . (479) 

<400> 21 

ctttctccgc tggcaacggc gccgctcccc gctcctcctc cccagcc atg gcg ttc 

Met Ala Phe 
1 

acg ttc gcg gcc ttc tgc tac atg ctg gcg ctg ctg etc act gec gcg 
Thr Phe Ala Ala Phe Cys Tyr Met Leu Ala Leu Leu Leu Thr Ala Ala 
5 10 



15 



20 25 



30 35 



act gat tac aag aat cct ata gac cag tgt aat acc ctg aat ccc ctt 
Thr Asp Tyr Lys Asn Pro He Asp Gin Cys Asn Thr Leu Asn Pro Leu 
40 45 50 

gta etc cca gag tac etc ate cac get ttc ttc tgt gtc atg ttt ctt 
Val Leu Pro Glu Tyr Leu He His Ala Phe Phe Cys Val Met Phe Leu 
55 60 65 

tgt gca gca gag tgg ctt aca ctg ggt etc aat atg ccc etc ttg gca 
Cys Ala Ala Glu Trp Leu Thr Leu Gly Leu Asn Met Pro Leu Leu Ala 
70 75 80 

tat cat att tgg agg tat atg agt aga cca gtg atg agt ggc cca gga 
Tyr His lie Trp Arg Tyr Met Ser Arg Pro Val Met Ser Gly Pro Gly 



85 90 



95 



etc tat gac cct aca acc ate atg aat gca gat att eta gca tat tgt 
Leu Tyr Asp Pro Thr Thr He Met Asn Ala Asp He Leu Ala Tyr Cys 
100 105 110 lis 

cag aag gaa gga tgg tgc aaa tta get ttt tat ctt eta gca ttt ttt 
Gin Lys Glu Gly Trp Cys Lys Leu Ala Phe Tyr Leu Leu Ala Phe Phe 
120 125 130 

tac tac eta tat ggc atg ate tat gtt ttg gtg age tct tagaacaaca 
Tyr Tyr Leu Tyr Gly Met He Tyr Val Leu Val Ser Ser 
135 140 



56 



104 



r CtC t?° tt° ^ C gCC a " tgg CaC att ata gca tt:t gat Sag ctg aag 152 
Leu He Phe Phe Ala He Trp His He He Ala Phe Asp Glu Leu Lys 



200 



248 



296 



344 



392 



440 



489 



cacagaagaa ttggtccagt taagtgcatg caaaaageca ccaaatgaag ggattctatc 549 



cagcaagatc ctgtccaaga gtagcctgtg gaatctgatc agttacttta aaaaatgact 609 
ccttattttt taaatgtttc cacatttttg cttgtggaaa gactgttttc atatgttata 669 
ctcagataaa gattttaaat ggtattacgt ataaattaat ataaaatgat tacctctggt 729 
gttgacaggt ttgaacttgc acttcttaag gaacagccat aatcctctga atgatgcatt 789 
aattactgac tgtcctagta cattggaagc ttttgtttat aggaacttgt agggctcatt 849 
ttggtttcat tgaaacagta tctaattata aattagctgt agatatcagg tgcttctgat 909 
gaagtgaaaa tgtatatctg actagtggga aacttcatgg gtttcctcat ctgtcatgtc 969 
gatgattata tatggataca tttacaaaaa taaaaagcgg gaattttccc ttcgcttgaa 1029 
tatt 



1033 



<210> 22 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Met Ala Phe Thr Phe Ala Ala Phe Cys Tyr Met Leu Ala Leu Leu Leu 
1 5 10 15 

Thr Ala Ala Leu He Phe Phe Ala He Trp His He He Ala Phe Asp 
20 25 30 

Glu Leu Lys Thr Asp Tyr Lys Asn Pro He Asp Gin Cys Asn Thr Leu 
35 40 45 

Asn Pro Leu Val Leu Pro Glu Tyr Leu He His Ala Phe Phe Cys Val 
50 55 60 

Met Phe Leu Cys Ala Ala Glu Trp Leu Thr Leu Gly Leu Asn Met Pro 
65 70 75 80 

Leu Leu Ala Tyr His He Trp Arg Tyr Met Ser Arg Pro Val Met Ser 
85 90 95 

Gly Pro Gly Leu Tyr Asp Pro Thr Thr He Met Asn Ala Asp He Leu 
100 105 HO 

Ala Tyr Cys Gin Lys Glu Gly Trp Cys Lys Leu Ala Phe Tyr Leu Leu 
H5 120 125 

Ala Phe Phe Tyr Tyr Leu Tyr Gly Met He Tyr Val Leu Val Ser Ser 
130 135 140 



<210> 23 
<211> 1270 
<212> DNA 




<213> Homo sapiens 

<220> 

<221> CDS 

<222> (86) . . (931) 

<400> 23 



ccccgcccca accccgcgcg tgcgcgtgcg cagggataag agagcggtct ggacagcgcg 60 



tggccggcgc cgctgtgggg acagc atg age ggc ggt tgg atg gcg cag gtt 

Met Ser Gly Gly Trp Met Ala Gin Val 
1 5 

r?* ^ 9 1" 093 aCa ggg gCt ctg ggc ctg 3cg ctg ctg ctg ctg etc 
Gly Ala Trp Arg Thr Gly Ala Leu Gly Leu Ala Leu Leu Leu Leu Leu 

10 15 20 25 

ggc etc gga eta ggc ctg gag gec gee gcg age ccg ctt tec acc ccg 
Gly Leu Gly Leu Gly Leu Glu Ala Ala Ala Ser Pro Leu Ser Thr Pro 
30 35 40 

acc tct gee cag gee gca ggc ccc age tea ggc teg tgc cca ccc arr 
Thr Ser Ala Gin Ala Ala Gly Pro Ser Ser £ y Ser Cys Pro Pro 
45 50 55 

Hi nt 9 ^ C9C aCC agt " C tta tgc gtg ccc ctc tgg cgc 

Lys Phe Gin Cys Arg Thr Ser Gly Leu Cys Val Pro Leu Thr Trp Arg 
60 65 70 

tgc gac agg gac ttg gac tgc age gat ggc age gat gag gag gag tgc 352 
Cys Asp Arg Asp Leu Asp Cys Ser Asp Gly Ser Asp Glu Glu Su Cys 
75 80 85 

lla Til ~ 9t Cag 933 ggg Caa tgc cca ccg ccc «t ggc 

Arg He Glu Pro Cys Thr Gin Lys Gly Gin Cys Pro Pro Pro Pro cly 

90 95 100 10 5 

etc ccc tgc ccc tgc acc ggc gtc agt gac tgc tct ggg gga act gac 
Leu Pro Cys Pro Cys Thr Gly Val Ser Asp Cys Ser Gly Gly Thr Isp 
HO 115 120 



112 



160 



208 



256 



304 



400 



448 



496 



544 



592 



640 



• # 



688 



736 



784 



832 



880 



928 



acc ctg gag agt gtc acc tct etc agg aat gec aca acc atg ggg ccc 
Thr Leu Glu Ser Val Thr Ser Leu Arg Asn Ala Thr Thr Met Gly Pro 
190 195 200 

cct gtg acc ctg gag agt gtc ccc tct gtc ggg aat gec aca tec tec 
Pro Val Thr Leu Glu Ser Val Pro Ser Val Gly Asn Ala Thr Ser Ser 
2 °5 210 215 

tct gec gga gac cag tct gga age cca act gec tat ggg gtt att gca 
Ser Ala Gly Asp Gin Ser Gly Ser Pro Thr Ala Tyr Gly Val lie Ala 
220 225 230 

get get gcg gtg etc agt gca age ctg gtc acc gee acc etc etc ctt 
Ala Ala Ala Val Leu Ser Ala Ser Leu Val Thr Ala Thr Leu Leu Leu 
235 240 245 

ttg tec tgg etc cga gee cag gag cgc etc cgc cca ctg ggg tta ctg 
Leu Ser Trp Leu Arg Ala Gin Glu Arg Leu Arg Pro Leu Gly Leu Leu 
250 255 260 265 

gtg gec atg aag gag tec ctg ctg ctg tea gaa cag aag acc teg ctg 
Val Ala Met Lys Glu Ser Leu Leu Leu Ser Glu Gin Lys Thr Ser Leu 
270 275 280 

ccc tgaggacaag cacttgccac caccgtcact cagccctggg cgtagccgga 981 

caggaggaga gcagtgatgc ggatgggtac ccgggcacac cagccctcag agacctgagc 1041 
tcttctggcc acgtggaacc tcgaacccga gctcctgcag aagtggccct ggagattgag 1101 
ggtccctgga cactccctat ggagatcegg ggagctagga tggggaacct gccacagcca 1161 
gaactgaggg gctggcccca ggcagctccc agggggtaga acggccctgt gcttaagaca 1221 
ctcctgctgc cccgtctgag ggtggcgatt aaagttgctt cacatcctc 1270 

<210> 24 

<211> 282 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Met Ser Gly Gly Trp Met Ala Gin Val Gly Ala Trp Arg Thr Gly Ala 
1 5 10 



15 



Leu Gly Leu Ala Leu Leu Leu Leu Leu Gly Leu Gly Leu Gly Leu Glu 
20 25 30 

Ala Ala Ala Ser Pro Leu Ser Thr Pro Thr Ser Ala Gin Ala Ala Gly 
35 40 45 

Pro Ser Ser Gly Ser Cys Pro Pro Thr Lys Phe Gin Cys Arg Thr Ser 
50 55 60 



Gly Leu Cys Val 



Pro Leu Thr Trp Arg Cys Asp Arg 



Asp Leu Asp Cys 



65 70 75 80 

Ser Asp Gly Ser Asp Glu Glu Glu Cys Arg He Glu Pro Cys Thr Gin 
85 90 95 

Lys Gly Gin Cys Pro Pro Pro Pro Gly Leu Pro Cys Pro Cys Thr Glv 
100 105 HO 

Val Ser Asp Cys Ser Gly Gly Thr Asp Lys Lys Leu Arg Asn Cys Ser 
H5 120 125 

Arg Leu Ala Cys Leu Ala Gly Glu Leu Arg Cys Thr Leu Ser Asp Asp 
J - JU 135 14 0 

Cys He Pro Leu Thr Trp Arg Cys Asp Gly His Pro Asp Cys Pro Asp 

150 155 16Q 

Ser Ser Asp Glu Leu Gly Cys Gly Thr Asn Glu He Leu Pro Glu Gly 
165 170 175 

Asp Ala Thr Thr Met Gly Pro Pro Val Thr Leu Glu Ser Val Thr Ser 
180 185 19Q 

Leu Arg Asn Ala Thr Thr Met Gly Pro Pro Val Thr Leu Glu Ser Val 
195 200 205 

Pro Ser Val Gly Asn Ala Thr Ser Ser Ser Ala Gly Asp Gin Ser Gly 
210 215 220 

Ser Pro Thr Ala Tyr Gly Val He Ala Ala Ala Ala Val Leu Ser Ala 
5 230 235 240 

Ser Leu Val Thr Ala Thr Leu Leu Leu Leu Ser Trp Leu Arg Ala Gin 
245 250 255 

Glu Arg Leu Arg Pro Leu Gly Leu Leu Val Ala Met Lys Glu Ser Leu 
260 265 270 

Leu Leu Ser Glu Gin Lys Thr Ser Leu Pro 
275 280 

<210> 25 
<211> 836 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (164) . . (463) 

<400> 25 

aaaaaaaagg aaatgacgaa ggcagagggc gtccaggtcc gctcggtaac cgtttcccgc 60 
gcgcccggcc ccgactccgg ggtaaagagc cccggagcgg agcagcgctg gccgcgtgcc 12 0 
gcctccggag ccggcagccc ccatggctgg gggttatgga gtg atg ggt gac gat 175 



Met Gly Asp Asp 
1 

ggt tct att gat tat act gtt cac gaa gcc tgg aat gaa gcc acc aat 223 
Gly Ser lie Asp Tyr Thr Val His Glu Ala Trp Asn Glu Ala Thr Asn 
5 10 15 20 

gtt tac ttg ata gtt ate ctt gtt age ttc ggt etc ttc atg tat gcc 271 
Val Tyr Leu lie Val lie Leu Val Ser Phe Gly Leu Phe Met Tyr Ala 
25 30 35 

aaa agg aac aaa agg aga att atg agg ata ttc agt gtg cca cct aca 319 
Lys Arg Asn Lys Arg Arg lie Met Arg lie Phe Ser Val Pro Pro Thr 
40 45 50 

gag gaa act ttg tea gag ccc aac ttt tat gac acg ata age aag att 367 
Glu Glu Thr Leu Ser Glu Pro Asn Phe Tyr Asp Thr lie Ser Lys lie 
55 60 65 

cgt tta aga caa caa ctg gaa atg tat tec att tea aga aag tac gac 415 
Arg Leu Arg Gin Gin Leu Glu Met Tyr Ser lie Ser Arg Lys Tyr Asp 
70 75 80 

tat cag cag cca caa aac caa get gac agt gtg caa etc tea ttg gaa 463 
Tyr Gin Gin Pro Gin Asn Gin Ala Asp Ser Val Gin Leu Ser Leu Glu 
85 90 95 100 

tgaaacctca gaaaaagagc aacagaagta attgtttcaa gctcctgatt ctttctacta 523 

aatcatgaac agctttaaaa acatttctgt ctgcataaaa ttattttact tgtaactttt 583 

ccccaattgt tctgtgcatt gttttgeett tttaaattac atctccaagt ggctcaaaag 643 

gccttgacac agggaacctg cacatatcca ggatatgtgt aaccagegat ggtgacttga 703 

ccttgccaag acctgtgatt ccttcaggat acaatcagtg agaaataaaa acacatcttg 7 63 

ggaagtggga atcctggagt ttatgecatt tgcaatatta aaaaataaaa atgcaagtta 823 

ttatttcaat aat 836 



<210> 26 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Gly Asp Asp Gly Ser lie Asp Tyr Thr Val His Glu Ala Trp Asn 
15 10 15 

Glu Ala Thr Asn Val Tyr Leu lie Val He Leu Val Ser Phe Gly Leu 
20 25 30 

Phe Met Tyr Ala Lys Arg Asn Lys Arg Arg He Met Arg He Phe Ser 
35 40 45 



• 



Val Pro Pro Thr Glu Glu Thr Leu Ser Glu Pro Asn Phe Tyr Asp Thr 
50 55 60 

lie Ser Lys lie Arg Leu Arg Gin Gin Leu Glu Met Tyr Ser lie Ser 
65 70 75 80 

Arg Lys Tyr Asp Tyr Gin Gin Pro Gin Asn Gin Ala Asp Ser Val Gin 
85 90 95 

Leu Ser Leu Glu 
100 



<210> 27 

<211> 1022 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (56) . . (730) 



<400> 27 

agccctcccg ccgcccgctc gcaggtcccg aggagcgcag actgtgtccc tgaca atg 58 

Met 
1 



gga aca gcc gac agt gat gag atg gcc ccg gag gcc cca cag cac acc 106 
Gly Thr Ala Asp Ser Asp Glu Met Ala Pro Glu Ala Pro Gin His Thr 
5 10 15 



cac ate gat gtg cac ate cac cag gag tct gcc ctg gcc aag etc ctg 154 
His lie Asp Val His lie His Gin Glu Ser Ala Leu Ala Lys Leu Leu 
20 25 30 



etc acc tgc tgc tct gcg ctg egg ccc egg gcc acc cag gcc agg ggc 2 02 
Leu Thr Cys Cys Ser Ala Leu Arg Pro Arg Ala Thr Gin Ala Arg Gly 
35 40 45 



age age egg ctg ctg gtg gcc teg tgg gtg atg cag ate gtg ctg ggg 250 
Ser Ser Arg Leu Leu Val Ala Ser Trp Val Met Gin lie Val Leu Gly 
50 55 60 65 



ate ttg agt gca gtc eta gga gga ttt ttc tac ate cgc gac tac acc 298 
lie Leu Ser Ala Val Leu Gly Gly Phe Phe Tyr lie Arg Asp Tyr Thr 
70 75 80 



etc etc gtc acc teg gga get gcc ate tgg aca ggg get gtg get gtg 346 
Leu Leu Val Thr Ser Gly Ala Ala lie Trp Thr Gly Ala Val Ala Val 
85 90 95 



ctg get gga get get gcc ttc att tac gag aaa egg ggt ggt aca tac 394 

Leu Ala Gly Ala Ala Ala Phe lie Tyr Glu Lys Arg Gly Gly Thr Tyr 

100 105 110 

tgg gcc ctg ctg agg act ctg eta gcg ctg gca get ttc tec aca gcc 442 

Trp Ala Leu Leu Arg Thr Leu Leu Ala Leu Ala Ala Phe Ser Thr Ala 



m 



115 120 125 

ate get gec etc aaa ctt tgg aat gaa gat ttc cga tat ggc tac tct 490 
lie Ala Ala Leu Lys Leu Trp Asn Glu Asp Phe Arg Tyr Gly Tyr Ser 
130 135 140 145 

tat tac aac agt gec tgc cgc ate tec age teg agt gac tgg aac act 538 
Tyr Tyr Asn Ser Ala Cys Arg He Ser Ser Ser Ser Asp Trp Asn Thr 
150 155 160 

cca gec ccc act cag agt cca gaa gaa gtc aga agg eta cac eta tgt 586 
Pro Ala Pro Thr Gin Ser Pro Glu Glu Val Arg Arg Leu His Leu Cys 
165 170 175 

ace tec ttc atg gac atg ctg aag gec ttg ttc aga acc ctt cag gee 634 
Thr Ser Phe Met Asp Met Leu Lys Ala Leu Phe Arg Thr Leu Gin Ala 
180 185 190 

atg etc ttg ggt gtc tgg att ctg ctg ctt ctg gca tct ctg gee cct 682 
Met Leu Leu Gly Val Trp He Leu Leu Leu Leu Ala Ser Leu Ala Pro 
195 200 205 

ctg tgg ctg tac tgc tgg aga atg ttc cca acc aaa ggg gtg agt ccc 730 
Leu Trp Leu Tyr Cys Trp Arg Met Phe Pro Thr Lys Gly Val Ser Pro 
210 215 220 225 

taagaaaaga gaccagaagg aaatgttgga agtgagtgga atetagecat gcctctcctg 790 

attattagtg cctggtgctt ctgcaccggg cgtccctgca tetgactget ggaagaagaa 850 

ccagactgag gaaaagaggc tcttcaacag ccccagttat cctggcccca tgaccgtggc 910 

cacagccctg ctccagcagc acttgcccat tccttacacc ccttccccat cctgctccgc 970 

ttcatgtccc ctcctgagta gtcatgtgat aataaactct catgttattg tt 1022 



<210> 28 
<211> 225 
<212> PRT 

<213> Homo sapiens 



<400> 28 
Met Gly Thr Ala 
1 

Thr His He Asp 
20 

Leu Leu Thr Cys 
35 

Gly Ser Ser Arg 
50 

Gly He Leu Ser 
65 



Asp Ser Asp Glu 
5 

Val His He His 

Cys Ser Ala Leu 
40 

Leu Leu Val Ala 
55 

Ala Val Leu Gly 
70 



Met Ala Pro Glu 
10 

Gin Glu Ser Ala 
25 

Arg Pro Arg Ala 



Ser Trp Val Met 
60 

Gly Phe Phe Tyr 
75 



Ala Pro Gin His 
15 

Leu Ala Lys Leu 
30 

Thr Gin Ala Arg 
45 

Gin He Val Leu 



He Arg Asp Tyr 
80 



Thr Leu Leu Val Thr 
85 

Val Leu Ala Gly Ala 
100 

Tyr Trp Ala Leu Leu 
115 

Ala lie Ala Ala Leu 
130 

Ser Tyr Tyr Asn Ser 
145 

Thr Pro Ala Pro Thr 
165 

Cys Thr Ser Phe Met 
180 

Ala Met Leu Leu Gly 
195 

Pro Leu Trp Leu Tyr 
210 

Pro 
225 




Ser Gly Ala Ala lie Trp 
90 

Ala Ala Phe lie Tyr Glu 
105 

Arg Thr Leu Leu Ala Leu 
120 

Lys Leu Trp Asn Glu Asp 
135 

Ala Cys Arg Xle Ser Ser 
150 155 

Gin Ser Pro Glu Glu Val 
170 

Asp Met Leu Lys Ala Leu 
185 

Val Trp lie Leu Leu Leu 
200 

Cys Trp Arg Met Phe Pro 
215 




Thr Gly Ala Val Ala 
95 

Lys Arg Gly Gly Thr 
110 

Ala Ala Phe Ser Thr 
125 

Phe Arg Tyr Gly Tyr 
140 

Ser Ser Asp Trp Asn 
160 

Arg Arg Leu His Leu 
175 

Phe Arg Thr Leu Gin 
190 

Leu Ala Ser Leu Ala 
205 

Thr Lys Gly Val Ser 
220 



